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Figure 1 (A-F) 

Construct Forms Comprising at Least one Single-Stranded 

Region 
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Figure 2 (A-F) 
Functional Forms of the Construct 
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Promotor PoTase Promotor Sequence 



Figure 3 (A-C) 



Three Constructs with an RNA Polymerase 
Covalentiy Attached to a Transcribing Cassette 



PRINT OF DRAWLSCi 
AS PJUG IN ALL Y FTLI 



4/23 



Product T7 First RNA T7RNA 

Sequence Pfomotor Promotor Potase 

(e.g. Pol III) 



First RNA 17 T7RNA Product 

Promotor Promotor Pol'ase Sequence 

(e.g. Pol III) 



First RNA T7 T7 RNA T7 Product 

Promotor Promotor Pol'ase Promotor Sequence 

(e.g. Pol III) (Weak) (Strong) 



Figure 4 (A-C) 



Three Constructs with Promoters 
for Endogenous RNA Polymerase 
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M13mp18. Seq Length: 7250 

1. AATGCTACTA CTA7TAGTA3 MTP3ATGCC AOUllliLAQ OOGOGCOOC 
51. AAATGAAAAT ATAGCTAAAC AGGTTATTGA CCATTTGCGA AATGTATCTA 
101. ATGGTCAAAC TAAATCTACT CGnOSCAGA ATTQGGAATC AACTGTTACA 
151. TOSAATGW CUOCAGfiCA COGTACTITA GTTGCATATT TAAAACATGT 
201 TGAGCTACAG C^OCAG^TTC AGCMTTA6G CTCTAAGOCA TOCGCAAAAA 
251 TGACCTCTTA TOWW3G*G CAATTAAAGG TACTTCTCTAA TOCTGAOCTG 
301. TTGSAGTTTG CTTOCQGTUT GGTTCGCTTT GAAGCTOGAA TTAAAACQOG 
351. ATATTTGAA3 TCTTOQQX TTCCTCTTAA TCTTTTTGAT QCMTOOGCT 
401. TTGCTTCTG^ CTATAATAGT GAGGGTAAAG AOCTGATTTT TGA7TTATGG 
451. TCATTCTCGT 1 1 I C T G AACT GTTTAAAGCA TTTGK3GGGG ATTCAATGAA 
501. TATTTATGAC GATTOCGCAG TATFGGACQC TATCOKJTCT AAACATTTTA 
551. CTATTACOOC CTCTGGCAAA ACTTCTTTTG CAAAAGOCTC TOGCTATTTT 
601. GGTTTTTATC GTOGTUTQGT MAOGAQGGT TATCATAGTG TTGCTCTTAC 
651 TATGCCTOCT AATTCCTTTT GXGTTATGT ATCTQCATTA GTTCAATGTG 
701. GTATTCCTM ATCTCAACTG ATGAATCTTT CTADCTCXM TAATGTTGTT 
751. CCGTTyftGTTC GTTTTATTAA CGTAGATTTT TCTTCOCAAC GTOCTGACTG 
801. GTATAATGAG CCAGTrCTTA AAAT0GCATA A3GTAATTCA CAATGATTAA 
851. AGTTGAAATT AAAOCATCTC AA300CMTT TACTACTOGT TCTGGTGTTC 
901. TOGTCflGGGC AAGCTTATT GfiCTGAATG^ GC^GCTTTGT TACGTTGATT 
951. TGGGTMTGA ATATCCG3TT ClIGTOGW ATTACTCTTG ATGAAGGTCA 
1001 ODCWXCTAT GOGOCIGGTC TGT/OOCGT TCATCTGTCC TCTTTCAAAG 
1051 TTGGTCAGTT OGGTTCOCTT ATGATTGAX GTCTQ0G0CT CGTTOOGGCr 
1101 AAGTAACATG CAO&CGVCG CGGATTTDGA CACAATTTAT CAGGCGATGA 
1151 TACAAATCTC CGTTGTAOCTT TGTTTCGCGC TTGGTATMT OQCTGGQQGT 
1201 GAAAGMG^G l G I H I AGTG TATTCTTTCG CCICIIICGT TTTAGGTTGG 

Figure 5 
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1251 TQCCTTCGTA GTQ3CATTA3 GTATTTTACC OGTTTAATGG AAACTTCCTC 
1301 ATGAAAAA3T CTTTAGTCCT CAAAGOCTCT CTAGCOGTTG CTACOCTCGT 
1351 TCGGATGCTG TCTTTCQCTG CTGAGQGTGA O^ATCOOGCA AAAGGGGOCT 
1401 TTAACTCCCT GCAAGOCTCA QDC^XGAAT ATATCGGTTA TOCGIOGGOG 
1451 ATOGTTGTTG TCATTGTCGG OQCAftCTATC GGTATCAAGC TGTTTAAGM 
1501 ATTGACCTD3 AAAGCAAXT GATAAAOOGA TACAATTAAA GGCTOCTTTT 
1551 QGflQOCTTTT TTTTTGGAGA TTTTCAACGT GAAAAAATTA TTATTCGCAA 
1601 TTCCTTTAGT TGIKJCTTI C TATTCTCACT CCGOGWC TGTTGAA\GT 
1651 TGTTTAGCAA AAXOCATAC AGAAAATTCA TTTACTAACG TCTOGAAAGA 
1701 O^CAAAACT TTAGATCGTT ACGCTAACTA TCAGQGOTGT CTCrTGGMIG 
1751 CTACflaXGT TGTAGTTTGT /CK3GTGADG AAACTCAGTG TTACGGTACA 
1801 TGGGTTCCTA TTGGGTXP3C TATCOCIGAA MTGAGGGIG GTQGCTUFGA 
1851 0031000337 TCTGAGGGTG QOGGTTCTGA GGG1GG0QGT ACTAAACCTC 
1901 CTC*GTAGGG TGATACACCT ATTDCGGGCT ATACTTATAT CAACOCTCTC 
1951 G^XVOT ATOOGDCIQG TACXGAGCAA AACOOGCTA ATCCTAATOC 
2001 TTCTCTTGAG GAGTUCAGC CTCTTMTflC TTTCATGTTT CAGAATAflflA 
2051 GGT7CCG4M TAGGGAGQG3 QCATTAACTG TTTATAQQQC CACTGTTACT 
2101 GAAGGCfiCTG AO000GTTM AACTTATTAC OCTACACTC CTGTATCATC 
215 1 AAAAGCCATC TATGACGCTT ACIGGAACGG TAAATTCAGA GACTOCC-CTT 
2201 CA6GGCACTG AO00CGTTAA AACTTATTAC CAGW^CTC CTGTATCATC 
2151 AAAAGOGATG TtXCTCAACC TCCTGTCAAT GCTGGOGQOG GCTCTGGTGG 
2 20 1 TCCATTCTGG CTTTAATCAA GATCCATTCG TTTGTGAATA TCAAGOXAA 
2251 TOGTCTGfiOC TOXTOWX TCCTGTCAAT GCTGQOQGCG GCTCTGGTGG 
2301 TGGTTCTGGT OttJUGt.llU U AGGGTGGTGG CTCTGAGGGT GGDGGTICTG 
2351 A3QGTQGDQG CTCTG^GGGA GQOGGTTOOG GIGGTGGCTC TGGT7DOQGT 
2401 GATTTTGATT ATGAAAAGAT GGCAAACGCT AATAAGGGGG CTATGADOGA 
2451 AAATGCCGAT GWACGCGC TACAGTCTGA CGCTAAAGGC AAACTTGATT 

Figure 5 
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2501 CTGIGCCTAC JGAUACGGT QCTQCTATOG ATGGTTTCAT TGGTG4CGTT 
2551 7UX03CTTG CTAATQGTAA TOG7GCTACT GGTGATTnG CTOGCTCTM 
2601 TTCCCAAATG CCIXWGVCG 6TGAOQGTGA TAATTCACCT TTAATGAATA 
2 651 ATTTCCGTCA ATATTTACCT TCCCTXCTC MTDGGTTGA ATOTCGCOCT 
2701 TTTGTCTTTA GCGCTGGTM ACCATATGAA TTTTCTATTG ATTGTGACAA 
2751 AATAAACTTA TTOOGTOGfTG TCTTTGCGTT TCTTTTATAT GTTQDCACCX 
2 801 TTATGTATGT ATTTTCTACG TTTGCTAACA TACTGOGTM TAAGGAGTCT 
2851 TTATCATGCC AGTTCTTTTG GGTATTOCGT TATTATTGCG TTTOCTDGGT 
2901 TTCCTTCTGG TAACTTTGTT OGGCTATCTG CTTACTTTTC TTAAAAAGGG 
2951 CTTCGCTAAS ATAGCTATTG CTATTTCATT GTTTCTTGCT CTTATTATTG 
30 01 GGdTAACTC AATTCTTGTG GGTTATCTCT CTGATATTAG OGCTCAATTA 
3051 CCXnUTGACT TTGnCAQOG TGTTCAGTTA AT7UTCCCGT CTAATGOGCT 
3101 TCCCTGTTTT TATGTTATTC TCTCTGTAAA GGCTOCTATT TTCATTTTTG 
3151 ACGTTAAACA AAAAATCGTT TCTTATTTGG ATTCGGATM ATAATATGGC 
3201 TGTTTATTTT GTAAJTGGCA AATTAGGCTC TCGAAAGAOG CTOjITAGOG 
3251 TTGGTAAGAT TCA3GMAAA ATTGTAfiClG GGTCCAAAAT AGGAACWAT 
3301 CTTGATTTAA GQCTTCAAAA CCKXXECAA GTOGGGNGGT TCGCTAAAAC 
3 35 1 GOCTCGCGTT CTTAGAATAC OGGATAAGX TTCTATATCT GATTTCCTTG 
34 01 CTATTGGGDG 0G3TAATGM TCCXACGAAJG AAAATAAAAA CGGUIIGUIT 
34 5 1 GTTCTCGATG PGVGCOGIAC TTGGTTTAAT AOCOGTTCTT GGAATGATAA 
3501 GCfiAAGfiCAG OCGATTATTG ATTGGTTTCT fiCVOCVCGT AAATTAGGAT 
3551 GGGMATTAT TTTTCTTGTT CAGG^CTTAT CTATTGTTGA TAA^CAGGDG 
3601 CGTTUTGCAT TPCCTGMCA TGTTGTTTAT TGTOGTCGTC 7GGACAGAAT 
3651 TACTTTACCT TTTGTCGGTA CTTTATATTC TCTTATTACT GGCTOGAAAA 
37 01 TCOHUGCC TAAATTACAT GnGGOGTIG TTAAATATGG OGATTCTCAA 
3751 TTAAGCOCTA C1GTTCW3DG TTGGCTTTAT ACTQGTAAGA ATTTGTATAA 
3801 OGGATATGAT /CTAA^CAGG CTTTTTCTAG TAATTATGAT TCOGGTOTT 

' Figure 5 
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3851 


ATTCTTATTT 


AACGCCTTAT 


TTATCACACG 


GTCGGTATTT 


CAAAOCATTA 


3901 


MTTTAGGTC 


A^AGMTG*A 


ATTAACTAAA 


ATAATATTGA 


AAAAGTTTTC 


3951 


TCQCGTTOT 


TGTCrTGDGA 


TTGGMTTGC 


ATCAQCATTT 


ACATATAGTT 


4001 


ATATAACCCA 


AXTAAGCCG 


GAGGTTAAAA 


A3STAGTCTC 


TCAGWXTAT 


4051 


GATTTTGATA 


AATTCACTAT 


TGACTCTTCT 


GflQOGTCTTA 


ATCTAAJ3CTA 


4 101 


TCGCTATGTT 


TTCAA3GATT 


CTAAGQGAAA 


ATTAATTAAT 


A30GAOGMT 


4 15 1 


TACAi3VV3D\ 


A3GTTATTCA 


/»T/S A A^T A A 

CTCACATATA 


TTGATTTATG 


TACTGTTTCC 


420 1 


A^F^A A A A A A 

ATTAAAAAAG 


GTMTTCAAA 


7GAAATTGTT 


A A A I f * r A ATX 


A ATTTTPTTT 

AAl 1 I Ibl 1 1 


425 1 


TCTTGMGTT 


TGTTTCATCA 


TCTTCTTTTG 


r*1Y+Af*r*Th AT 

CIUAQHIAAT 


T/"*A A ATT* A AT 


4301 


AATTOGCCTC 


TGCGCGMTT 


TGTAACTTGG 


^ A | 1 A A A ^S/N 

TATTCAAAgC 


MlCAGGOGA 


4351 


AATCCGTTATT 


GIIICIU00G 


ATGTA4AA3G 


TACTGHTACT 


GTATATTCAT 


4401 


CTGACGTTM 


ACCTG4AAAT 


CTACGCAATT 


TCTTTATTTC 


TGTTTTACGT 


4451 


GCTAATAATT 


TTGATAATGGT TGGTTCAATT 


CCTTCCATAA 


TTCACAAGiA 


4501 


TAATCCAAAC 


MTCAGGATT 


AJATTGMCA 


ATTCGCATCA 


TCTGATAATC 


4551 


AGGWATGA 


TGATAATTOC 


GCIUJMCIG 


GfTTGGTTTCTT 


flii iuuGCAA 


4601 


MTGMAATG 


TTACTGAAAC 


TTTTAAAATT 


A ATA A»VTTP 

AATAACGmU 


Q3X/WSGA 


4651 


1 1 1 AATACGA 


GTTGTCG4AT 


TGTTTGTAAA 




TTTA A ATrfT 


4/01 


r*A A ATr'TATT 


ATCTATTGAC 


GGCTCTMTC 


TATTA/TnTTT 
IMI t/MLal lul 


1 /tU 1 W30 1 VAy 1 


4/01 


AAAnATATTT 


TA3ATAAXT 


TCCTCAATTC 




1 I \Jr\\ I llAAs 


4 8 01 


A/^1oPLL/*j 


ATATTGATTG 


A3GGTTTCAT 






485 1 


ATGCI 1 1A3A 


1IIIICATTT 


GCIGCIGGCT 


CTUAQlGTQG 


GAUIlil IGCA 


4901 


GGGGGTGTTA 


ATACTGflOCX3 


CCTCACCTCT 


GTTTTATCTT 


CTGCTQGTGG 


4951 


TTCGTTCGGT 


AIIIIIAATG 


GCGATGTTTT 


A3GGCTATCA 


GnOGOGCAT 


5001 


TAAAGACTM 


TAGCGMTCA 


AAAATATTGT 


CTGTQCCAOG 


TATTCTTACG 


5051 


CTTTCAGGrrC 




TATCTCTGTT 


OXCAGMTG 


TCXXTTTTAT 


5101 


TAAAGACTAA 


TA3CCATTCA 


AAAATATTGT 




TATTCTTACG 


5151 


OG^TTt^GOG 


TCMAATGTA 


QGTATTTCCA 


TGAGCGfTTT 


10CTGTTQCA 



Figure 5 



M13mp18 Nucleic Acid Sequence 



PRINT OF DRAWLSGi 
AS ORlCtNAJLLY FTLF" 



9/^3 



5 201 ATQQCTQQDG ■ GTAATATTGT TCTGGMATT flCCKXWGS CCGATAGTTT 

5251 GAjGTTCTUT ACTCAGGCAA GTGA7GTTAT TACTAATCAA AGMGTATTG 

5301 CTACWCGGX TMTTTQCGT GATQGAC^G^ CTCTnTACT OGGTGQOCTC 

5351 ACTGATTATA AAAAGACTTC TCAAGATTCT GGOGLACGGT TOCTOTCTAA 

5401 AATDCCTTTA A7CGGXTOC TGTTTAQCTC COQCTCTGM 

5451 AA^GCADGTT ATACGTQCTC GTOWK3CAA CCAJAGIACG CGXCTGTA3 

5501 CGQDQCATTA A3O30GG0GG GTGTQSTGGT TACGCCCflCC GTG4O0GCTA 

5551 CACnQXAG CQOOOTGGG OOCGCTCCTT TDQCTTTCTT CCCTTCCTTT 

5601 aOQOCflCGT TTOXGQCTT TOOCOGTCAA GCTCTAAATC G3GGQCIO0C 

5651 TTTAGGGTTC OGMTTAGTG CTITAOQQCA OCTOGflOOOC AAAAAACTTG 

5701 ATTTQQGTGA TCSGTTTC^CGT AGTQQQDCAT OQOOCTTGMA GACGGmTTT 

5751 OGGCCTTO* OGTrGG^GTC CACGTTCTTT MTAGTQGAC TCTTGTTCCA 

5801 AACTGGAACA ACMXCAACC CTATCTDQGG CTATTCTTTT GATTTATAAG 

5851 GGATTTTGOC GATTTOQGM CCACCATCAA ACAGGATTTT OGOCTGCTGG 

5901 GGCWOCAG OGIT^OOGC TTGCTGCAAC TCTUTCflQQG OCA3GOGGTG 

5951 APG3QCAATC AXP3ITODC OGTUTOQCTG GTGAAAAGAA AAAOCAOOCT 

6001 Q30QCOCAAT fiOGCAAACCG CCTCTOOOOG arCTIGGOC GATTCATTAA 

6051 TaXTTOOO /TC^OGGTT TO00GflCTQ3 AflAGCGBGCA GtGfiQOKM 

6101 CGCAATTAAT GK^OTAGC TCACTCATTA GGGAO00CK3 GCTTTACACT 

6151 TTATOCTTCC GGCfOGTATG TTGTGTQ^A TTGTGAQOGG ATAACAATTT 

6201 CACAOCGfiA AGAGCTATCA OCA7GMTAC GWTTOGAGC TOGGTACCCG 

6251 GCX^TOCTUT A^GTCGftOC TODV3GCATCB CA/mTQaC ASTQ300GTC 

6301 GTTTTACAAC GTOirG^CTG GCAAAACCCT GOOGHTAOOC AACTTAATDG 

6351 OCTTGOAQCA CAATCCOCTT TOGOC^GCTG QOGTMTAGC GMGH3XXX: 

6401 G^VXGAJOG CCCnOCCAA GAGTTQCQCA GOCTG^TOG OGWQQDGC 

6451 TTTT3CCTCGT . TTCOOGC^OC /QVOOQSTG OCX3GVW3CT GGCTGGK3JG 

6501 CGATCTTCCT GAGGOCGATA OQGTOGTOGT CCCCVCAAAC TOGCAGOTC 

Figure 5 
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6551 


AOGGTOCGA 


TCCGCOCA7C 


IfiCACCAACG 


TAACCTATCC 


CATTA3GGTC 


6601 


AATOOGDCGT 


! IUTTOOCAC 


QGflGWOOG 


ADQQGnTCTT 


ACTOGCTCAC 


6651 


ATTTAATGTT 


GATCAA/V3CT 


QQCTA^GGA 


A30DCftGAO3 


CGAATTATTT 


6701 


TTGATQGOGT 


TCCTATTQGT 


TAAAAAATGA 


GCTCATTTAA 


CAAAAATTTA 


6751 


ACCCGAATU 


TAACAAAATA 


TTAACGTTTA 


CAATTTAAAT 


ATTTGCTTAT 


6801 


ACAATCTTCC 


TGIUIIUUG 


GCIIIICIGA 


TTATCAACOG 


QGGTACATAT 


6851 


GXVXGACATG 


CTAGTTTTAC 


GATTACCGflT 


CATCGATTCT 


CTTGTTTGCT 


6901 


OCAGACTUTC 


A3GCAATCAC 


CTGAT^QDCT 


TTGTAGATCT 


CTCAAAAATA 


6951 


GCTAOOTUT 


OOGGCATGAA 


THATCAGCT 


AGVCQOnG 


MTATCATAT 


7001 


TGMGGTGM 


TTG^rOTCT 


(XQXCTTTC 


TCAOOCTTTT 


GAAlUMlAC 


7051 


CTAGACATTA 


CTCHjGCATT 


GCATTTAAAA 


TATATCAGGG 


TTCTAAAAAT 


7101 


TTTrATCCTT 


GCG1TCMAT 


AAAGGCTICT 


onrrrAAAAG 


TATTACAQQG 


7151 


TCATAATGTT 


TTTGGTACAA 


OOGMTTAX 


TTTATQCTCT 


GAGGCTFTTAT 



Figure 5 
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UUMrLtMtN 1 AnT IUM13 




POSITION 
645 


5' * 3' 
A3CAACACTATCATA 


POSITION 
631 


Mt3/1 


615 


AOGACG^TAAAAAX 


601 


M |3/2 


585 


TmOCAAAAGAAGT 


571 


M^/3 


555 


AATAGTAAAATGTTT 


541 


M13/4 


525 


CMTACTGCGGAATG 
• * 


511 


M13/5 


495 


TGMTCCOCCTCAAA 


481 


Mt3/6 


465 


A3AAAACGAGAATGA 
• * 


451 


M 13 /7 


435 


CAGGICIIIAOXTO 


421 


M^/8 


405 




391 


M 13 /9 


375 




361 


M13/IO 




COMPLEMENTARY TO SS PHAGE DNA 




POSITION 
351 


5' 3' 
ATATTTGAAGTCTTT 
• * 


~ POSITION 
366 


M 1 3/1 1 


371 


TCI I! I IGATGCAAT 


306 


M^/12 


391 


CTATAATACTCAGGG 
• * 


406 


M 1 3/1 3 


41 1 


TGATTTATGGTCATT 
• • 


426 


M 13/14 


431 


GTTTAAAGCATTTG^ 


446 


Mi3/15 


451 


TATTTATGACGATTC 
* • 


466 


M<|3/16 


471 


TATCCAGTCTAAACA 


486 


M^/17 


491 


CTCTT3GCAAAACrrrC 
* • 


506 


M 1 3/1 8 


51 1 


TCGCTATTTTGGTTT 


526 


M13/19 


531 


AAA^GftGGGHTATG^ 


546 


M 1 3/2 0 



Figure 6 



Primers for Nucleic Acid Production 
Derived from M13mp18 Sequence 




Figure 7 

Appropriate M13mp18 Restriction Sites 
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Lane 1: from calf thymus + Taq digested mp18 amplification reaction 
Lane 2: from Taq digested mp18 amplification reaction 
Lane 3: from calf thymus amplification reaction 
Lane 4: oX174 Hinf 1 size marker 



Figure 8 
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Lane 1: no template 

Lane 2: mp18 template, phosphate buffer 
Lane 3: Mspl/pBR322 size marker 
Lane 4: mp18 template, MOPS buffer 



Figure 9 



PRIM OF DRAW LNGi 
AS ORJG INALLY H'Lf * 




Top= (+) Template 
Bottom= (-) Template 

Lane 1: phosphate buffer 
Lane 2: MES 
Lane 3: MOPS 
Lane 4: DMAB 
Lane 5: DMG 

Lane 6: pBR322/Mspi size marker 



Figure 10 
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It 2 : 3 4 5 6 
4 * * * 




Lane 1: DMAB buffer, no template 
Lane 2: DMAB buffer, mp1 8 template 
Lane 3: DMG buffer, no template 
Lane 4: DMG buffer, mp1 8 template 
Lane 5: No reaction 
Lane 6: 200 ng Taq I digested mp18 
size marker/positive control 



Figure 11 
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First Time Interval Second Time Interval 



Agarose Gel Analysis 

Lane 1: lambda Hind 111 marker 

Lane 2: Amp/Untreated 

Lane 3: Amp/Kinased 

Lane 4: Amp/Kinased/Ligated 

Lane 5: PCR/Untreated 

Lane 6: PCR/Kinased 

Lane 7: PCR/Kinased/Ligated 

Lane 8: 0X174/Hinf1 marker 



Figure 12 



ure 13 



19/23 



1 2 34 5 6 




Lane 1: Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 
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1 2 34 5 6 




Lane 1: Primers alone 

Lane 2: Primers + taq digested M13 DNA 

Lane 3: Molecular weight markers 

Lane 4: Primers + RNA 

Lane 5: Primers alone 

Lane 6: M13 digested DNA 

Buffer was dimethyl amino glycine, pH 8.6 



Figure 15 
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580 600 620 640 

Uaue length (nm) 



Figure 16 
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40 



30 



20 



1Q 



A A i: t. 

I 



M ' " ' ' \k , CONTROL 
i /f ' \J- -|:| V,. 



' V V. 

/i A .2-1 \ Av--i _ 



DISPLACEMMT AT 37 C 0UOINIGIIT 



600 620 640 

Wavelength (nm) 
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pIBI 31-BH5-2 

fmet AUG of Lac z [T7 Promotor region » 

LAC PROMOTOR.-ATG ACC ATG ATT ACG CCA GAT ATC AAA TTA ATA CGA CTC ACT ATA 

oligo 50-mer 3 ( - tac t*aa t*gc ggf ct*a Tag t*Vt aat* tat* get* gag t*ga fat* c-5' 

10 base insert 

T7 RNA Start {«« T3 Promotor Region } 
IGGG CTC ICCT TTA GTG ACG GTT AAT 
•.»*>) «- T3 Start Signal 



pIBI 31 BSII/HCV 

(met AUG of Lac z {T 3 Promotor region -») T3 RNA Start 
LAC PROMOTOR .ATG ACC ATG ATT ACG . CCA AGO TCG AAA TTA ACC CTC ACT AAA /QGG 
oligo 50-mer 3'- tac t'aa t*ac faa t'gc ggt* t*V«10 base insert- ~. 

(«- T7 Promotor Region ) 
MULTIPLE CLONING SITE + 390 BASE INSERT CTA /TAG TGA GTC CGT ATT AAT._ v 

— T7 Start Signal 

5'-ct*a t*ag t*ga gfc gt'a tfa at* 



Figure 18 



